. Gene Ontology (GO) terms of the transcriptomic sequences of banana samples of untransformed (WT), Mh-ACO1 RNAi (As1) and Mh-ACO2 RNAi (As2) transgenic plants.
. KEGG Classification. Ethylene production of fruits from Line 3 of Mh-ACO1-RNAi (of the same line as shown in Figure 3 ) and Line 6 of Mh-ACO2-RNAi (of the same line as shown in Figure 4 ) transgenic banana was investigated. Ethylene generation was measured in natural ripening process by placing the banana fingers at mature green stage (day 1) in a sealed container at 20 °C. Measurements were determined as milliliters per gram per hour (± SE) with three biological replicates, each of which contained three technical replicates. Ethylene production was measured by injecting 1 mL of the head space gas in a gas chromatograph (CHROMPACK CP9001) fitted with flame ionization detector and an activated alumina (80-100 mesh) column. 
